Abstract
showed reduced footpad swelling compared with C57BL/6 mice, whereas those lacking IRF4 
63
IRF4 is a transcription factor in the IRF family whose expression is limited to immune cells, 64 such as lymphocytes, macrophages, and DCs (11-14). We and other investigators showed 65 that, within the T cell compartment, IRF4 is essential for the development of Th2, Th17, and Cre mice (Fig. 1E) . (Fig. 2C-F) . Two weeks postinfection with L. major, (Fig. 3A) . Three days later, the proportion of OT-II cells (Fig. 3B, 3C) . However, the proliferation of OT-II cells, as determined 250 by the diminution of CFSE, was similar in both groups (Fig. 3B, 3D) . Production of IFN-γ in (Fig. 3B, 3E) . These results confirmed that the enhanced Th1 response in Irf4 mice, as we previously reported (Fig. 4) (13) . In the LNs, DCs can be divided into (Figs. 4, 5A-C) (23) . 272 We next examined DC subpopulations in the draining LNs before and 3 d postinfection withL. (Fig. 5D) . (Fig. 5E, data not shown) . Because IRF4 promotes CCR7 287 expression, we measured the expression of CCR7 in mDC subsets (Fig. 5F) CD11c-Cre mice both before and postinfection (Fig. 6A-C) . In the (Fig. 6D-F) . These data suggest that the Taken together, our model using conditional knockout mice that lack IRF4 in DCs showed 300 that IRF4 plays an important role in the migration of mDCs in the steady-state and 301 postinfection, consistent with the observation in a previous study using Irf4 (Fig. 7A, 7B) . To confirm the role of IL-12 in the enhanced protective CD11c-Cre mice. We observed small, but significant, proportions of lymphocytes 333 and macrophages expressing GFP, indicating that these cells lack IRF4 (Fig. 1C) . Therefore, a 334 possibility that IRF4 expressed in a subpopulation of macrophages is involved in the 335 protection cannot be completely excluded, although we think that it is less likely. 
